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What’s in the R ? 

Statistical computing :

Modelling, 

Classification, 

Statistical tests…  

Graphs :

Basic plot, 

lattice, 

ggplot …

Comprehensive

R

Archive 

Network



Some tools …



 Shiny is an open source R package that provides an elegant and powerful web

framework for building web applications using R.

 Shiny helps you turn your analyses into interactive web applications without

requiring HTML, CSS, or JavaScript knowledge.

Shiny



Shiny’s structure

The user-interface (ui) script 

controls the layout and 

appearance of your app.

The server script contains the 

instructions that your computer 

needs to build your app.

« The form and substance »1. Structure
Each app is a directory that contains a server.R file 

and usually a ui.R file (+optional extra files) 2. server.R

3. ui.R



A set of instructions that build the R components of 

you app

A – the minimum necessary code

shinyServer function + input + output

B – Save R component to share in your UI as 

output$<Component_Name> 

Must be unique!

C – Create output with render function

(according to their type, here text and plot)

D – Give to render function the R code the server 

need to build the component 

(here subset of the dataset mtcars) 

E – Refer to widget values with

input$<Widget_Name>

2. server.R



3. ui.R
A description of your app’s User Interface (UI),

The web page that displays your app.

A – the minimum necessary code

shinyUI and fluidPage functions

B – Build a layout for your UI 

C – Create widgets 

Must be unique also!

D – Place R components (the output objects that you

defined in server.R



4. Run your app
runApp – run from local files

runGitHub – run from files hosted on www.GitHub.com

runGist – run from files saved as a gist gist.github.com

runURL – run from files saved at any URL

Launch your app as a live web page that users can visit online

5. Share your app

http://www.github.com/
http://www.gist.github.com/


Feedback

Context
Project : Find a link between sequencing data (more than 2.000 genes,
that is to say 800.000 mutations) and phenotypes (disease as diabetes),
on 10.000 patients. It is call a case/control study because we are looking for genetic variants
(i.e. mutations) associated with cases (diabetic patients) but not with controls (healthy patients).
Lots of different strategies are possible to tackled to explore this huge database …
So lots of results will have to be visualized, and only a few may be conclusive !
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Aim of the App
- Launch the analysis pipeline automatically and in a reproducible way (like automatic pilot)

- Make the decisions and the selection of the parameters easier for the user (choose a strategy)

- Produce transitional and exportable results (view the tables and graphs..)

- Export a report automatically filled (if you have made an interesting discovery, save it in a

Word report and share it!)













Other inspiring apps in shiny’s gallery …

https://shiny.rstudio.com/gallery/







Thank you ! 
And thanks to…

Mickaël Canouil, 

Amélie Bonnefond,

Stefan Gaget,

Cécile Lecoeur,

All the team’s members who have

worked on this NGS project from UMR8199

Links :

https://cran.r-project.org

https://www.rstudio.com

http://shiny.rstudio.com/

http://shiny.rstudio.com/gallery/
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